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Abstract
E-mail: The novel coronavirus (SARS-CoV-2) has without a doubt escalated to become a
Alabboud@ut.ac.ir global crisis. Taking into consideration our limited knowledge regarding the

virus, all the efforts to provide better understanding or explore the solutions
are highly welcomed. In this article, 88 conventional drugs, 16 vitamins, and 63

Received: 08/04/2020 natural (plant) compounds were chosen to perform a binding simulation with
Acceptance: 16/04/2020 the reported COVID-19 main protease (Mpr) in search for probable inhibitors.
Available Online: 16/04/2020 Based on docking results, various vitamins (B9, A, K, and E vitamins) exhibited
Published: 01/07/2020 a significantly strong interaction with the studied receptor which might refer to

the importance of these supplements in daily diets. Additionally, the strong

ligand-protein interactions of some conventional drugs such as Pleconaril,
Adefovir dipivoxil, and Stavudine in addition to plant-based compounds such as
Keywords: COVID-19, Mpro, Curcumin (Curcuma longa), Anolignan A (Anogeissus acuminata), and
Antiviral, Molecular docking Phyllamyricin B (Phyllanthus myrtifolius) render these compounds promising
and recommended for further studies.

1. Introduction

The novel coronavirus (SARS-CoV-2) was originally discovered and spread in Wuhan, China in late 2019 and since
then, the disease caused by this [3-coronavirus was named by the world health organization (WHO) as coronavirus
disease 2019 (COVID-19) [1]. The transmission factors for the disease are still debatable; however, the reservoir of the
novel virus is thought to be bats [2] as a huge diversity of coronaviruses is found in them and therefore considered
natural reservoirs of SARS-like coronaviruses [3]. While on the other hand, the infectious host from which the virus
was originally transmitted to humans is still unknown [1] if there is any.

Many foggy points still surround the outbreak; however, the solid facts are that while the major percentage of COVID-
19 cases of had developed mild flu-like symptoms, the rest few suffer from a rapidly developed acute respiratory
distress syndrome (ARDS) which might lead to respiratory failure, in addition to multiple organ failure, and even
death [4]. Additionally, the long incubation period 3-7 days with no clear evidence of the disease and capability of
spreading the infection [5][6] have rendered the virus among the most dangerous especially for older patients and
those of major underlining health conditions [1]. Thereafter, and based on the rapid increase in COVID-19 confirmed
cases outside of China, WHO announced it a pandemic on 11 March 2020 [7].

SARS-CoV-2 genome encodes different structural and nonstructural proteins. The viral spike (S) protein is the main
structural protein in cell invasion process as it facilitates the engagement with angiotensin-converting enzyme 2
(ACE2) of the host cell [8][1] and mediates the viral invasion by priming with host cell Transmembrane protease
serine 2 (TMPRSS2) [8] which illustrate the importance of these components in drug design for the pandemic. There

®
All published articles in DYSONA - Life Science

journal are distributed under a Creative Commons Attribution 4.0
International License.

DYSONA Life Science ISSN: 2708-6291

a4


http://dx.doi.org/10.30493/dls.2020.103721
http://creativecommons.org/licenses/by/4.0/
mailto:Alabboud@ut.ac.ir

DYSONA - Life Science 1 (2020) 44-63 Alabboud and Javadmanesh

are components with the potential of strong binding to the viral spike protein or ACE2 [9][10]. These components
could act as molecular blockers for disabling the virus's ability to enter the cell. On the other hand, the nonstructural
main protease (Mrro) facilitates the proteolytic processing of polyproteins and therefore controls the viral gene
expression and replication processes which renders it an interesting target for drug design researches [11][12].

Since the original breakout, the efforts to develop an efficient vaccine and pharmaceutical therapies have been rapidly
accelerated. Various drugs are already being tested in clinical trials with many showing promising results such as
Chloroquine phosphate [13][14][15], Remdesivir [15], in addition to Hydroxychloroquine and Azithromycin [16]. On
the other hand, traditional herbal medicine was used before to treat similar breakouts such as SARS and HIN1 which
might render herbal extracts and substances as an alternative approach in COVID-19 treatment [17] especially that
many of these extracts and compounds are already being used in the treatment of some chronic diseases such as
diabetes, HIV/AIDS, and herpes [18][19][20]. The diversity in medicinal plants and their active products demands a
rapid evaluation of the possible viral inhibitory effectiveness which might be assisted initially by ligand binding
simulations. Therefore, this study aimed to evaluate the binding potentials of various conventional drugs, vitamins,
and plant-derived active compounds with SARS-CoV-2 main protease.

2. Materials and Methods
2.1. Protein preparation

The crystal structure of COVID-19 main protease (Mprr) with the ID 6LU7 [12] was retrieved as a PDB file from RCSB
protein data bank and imported to Molegro Virtual Docker (MVD) [21]. Taking into consideration the fact that water
molecules are not involved in the process of ligand-receptor binding; it is usually preferable to remove them before
the molecular docking as this step can significantly enhance the computations and to avoid any probable distortion
[22] Water molecules were then deleted and protein molecule was prepared prior to docking simulation via MVD
molecule preparation function. Detect cavities function was then used in the search for proper docking constraints on
the structure.

2.2. Ligands preparation

In total, 88 conventional antiviral drugs, 16 vitamins, and 63 natural (plant) compounds were chosen from the
antivirus lists and literature [18-20][23-26]. All the chosen ligands were downloaded from ZINC15 database in SDF
format and then imported into MVD workspace. The ligands were then prepared for docking using MVD molecule
preparation function (Fig. 1).

Figure 1. Visualization of SARS-CoV-2 main protease. Visualization using UCSF Chimera hydrophobicity
surface (A) and ribbons (B). The chosen cavity (C) which was used to specify docking constraints dimensions
and coordinates (D)
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2.3. Docking and post-docking analysis

MVD docking wizard was started up and the protein structure along with all the chosen ligands were selected for
docking. All docking specifications were left as the original default settings; however, binding site constrain was set to
include the largest detected cavity on the protein structure and its dimensions were minimized in order to decrease
the simulation processing time and increase accuracy (Fig. 1 D). Furthermore, the number of runs was set to 50
runs/ligand and the maximum population was set to 100 according to MVD recommendations as these settings
resulted in better outcomes.

After completion, docking results were imported and the best pose of each ligand, based on their Re-rank score, was
loaded into the workspace. The 2D diagrams of receptor-ligand interaction for the best poses were visualized using
BIOVIA discovery space visualizer; while docking poses within the protein structure were visualized using UCSF
Chimera software after exporting the protein molecule and poses in MOL2 format.

3. Results and Discussion

Cavity prediction function results demonstrated the presence of four cavities on the surface of Mp which ranged in
volume from 10.24 - 126.98 A. The largest cavity was chosen for docking as it has originally included the biding ligand
02]-ALA-VAL-LEU-PJE-010 as provided in PDB (Fig. 1 C).

All the chosen compounds were evaluated for binding probability in the same docking session. After docking, the
molecules were ranked based on their Re-rank score. The results showed that the best drugs were Tenofovir
Alafenamide, Adefovir dipivoxil, Amprenavir, Raltegravir, Intelence, Ganciclovir, Ganciclovir Triphosphate, Pleconaril,
Acyclovir Diphosphate, Doravirine, Rilpivirine, Valganciclovir, Victrelis, Stavudine, and Tenofovir Disoproxil with a re-
rank scores ranged from -117.493 to -106.829 and MolDock scores between -167.369 and -125.673 (Table 1).
Additionally, graphical visualization showed strong hydrogen bonds interaction with protein molecule (Fig. 2-6). All
previously mentioned drugs are used in treatment programs of various viral diseases including HIV/AIDS,
Cytomegalovirus (CMV), herpes, and Picornavirus (Table 1). Although some of these drugs have entered clinical trials
of COVID-19, there are some reports of few with no significant positive results such as Ganciclovir and Acyclovir (no
reports of Acyclovir Diphosphate) and therefore, these drugs were not recommended [1][44][45], additionally,
Tenofovir Alafenamide trials [46] have also started with no new reports so far. The rest simulated drugs result can be
seen in (Table 2).

Among the investigated vitamins, B9, A, K, and E vitamins exhibited promising results with MolDock scores between -
131.99 and -148.43 (Table 3). It is always recommended to fortify body immunity through a balanced diet that
satisfies the daily body needs of vitamins and minerals. Vitamin B9 was additionally reported to have an Inhibitory
effect on RNA-dependent-RNA polymerase activity of SARS-CoV-2 virus’s SCV2-nsp12 enzyme. On the other hand,
Vitamin K3 was reported to have an inhibitory effect on HIV [47]. Additionally, vitamins E and D were reported to be
proper candidates in improving body immunity towards COVID-19 [48], as low levels of these supplements increased
viral infections with bovine coronavirus in cattle [49].

As for the studied plant natural compounds, five substances showed promising results. These substances were
Curcumin (Curcuma longa), Mallotojaponin (Phyllanthus myrtifolius), Peltatol A (Pothomorphe peltata), Anolignan A
(Anogeissus acuminata), and Phyllamyricin B (Phyllanthus myrtifolius) with rerank scores ranged between -131.59 and
-107.42 with MolDock scores between -219.39 and -156.27 (Table 4) and various formed conventional Hydrogen
bonds (Fig. 7 and 8). All these substances were reported as HIV inhibitors [24][50-54]. Curcumin was previously
reported as a strong SARS main protease inhibitor [55]. The rest of the investigated natural-based molecules can be
seen in (Table 5).

2D receptor-ligand interaction diagrams illustrated that among the 15 best drugs; Amprenavir, Intelence, Ganciclovir,
Acyclovir Diphosphate, and Rilpivirine had an unfavorable acceptor-acceptor bond as can be seen in (Fig. 2 C), (Fig. 3
B), (Fig. 3 C), (Fig. 4 C), and (Fig. 5 B). On the other hand, among the 5 best natural products, Mallotojaponin had an
unfavorable acceptor-acceptor bond (Fig. 7 B) while Peltatol A had an unfavorable bump (Fig. 7 C). Ganciclovir and
Acyclovir were previously reported to have no inhibitory effect on the novel virus and were therefore not
recommended for treatment which might be partially correlated to the predicted unfavorable bonds illustrated in the
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current study. However, in addition to their various conventional hydrogen bonds; the rest shortlisted drugs (except
for Ganciclovir Triphosphate and Valganciclovir) and plant compounds were found to have various Alkyl and/or Pi-
Alkyl bonds which might positively contribute to the hydrophobic ligand-receptor interaction [56]. Pi-Pi and fluorine
bonding which can be seen in the interaction diagram of Pleconaril (Fig. 4 B) play an essential role in protein-ligand
binding [57] and might render the binding of this drug as one of the strongest among the tested ligands [56]. Charge
transfer which might be involved with Pi-sigma bonds present in Adefovir dipivoxil-protein and Stavudine-protein
interaction diagrams (Fig. 2 B) and (Fig. 6 B) respectively can support an intercalating binding between these drugs
and the receptor [56].

Table 1. The best predicted poses scores among the chosen antiviral drugs with their reported current uses
MolDock Rerank

Name ZINC entry HBond Usages
Score Score
Tenofovir ZINC100055899 (Tenofovir N
Alafenamide Alafenamide) -167.37  -117.49 -4.93 HIV/AIDSA [27]
Adefovir [28] HBVE [29][30], herpes
dipivoxil ZINC3930376 (Pmea) -145.33 -117.12  -4.37 simplex virus [31], and
P Hepatitis B virus [32]
Amprenavir ZINC3809192 (Amp) -160.23 -115.28 -5.46 HIV [33]
Raltegravir ZINC13831130 (Raltegravir) -151.86  -115.15 -9.01 HIV/AIDS [34]
Intelence ZINC602632 (Intelence) -150.79 -113.89 -8.38 HIV [35]
Ganciclovir ZINC1505 (Ganciclovir) -142.14 -113.38 -5.25 CMVC [36]
Ganciclovir ZINC13649787 (Ganciclovir
Triphosphate  Triphosphate) -142.03 -113.22  -11.07 CMV [36]
Pleconaril ZINC1537619 (Pleconaril) 14078  -110.08 -7.77  licornavirusrespiratory
infections [37]
Acyclovir ZINC13527401 (Acyclovir i i i Herpes simplex and varicella
Diphosphate Diphosphate) 130.58 10983 -10.22 zoster virus [38]
Doravirine ZINC72317283 (Doravirine) -137.83 -109.66 -0.81 HIV/AIDS [39]
Rilpivirine ZINC1554274 (Rilpivirine) -144.06  -109.63 -6.01 HIV [40]
Valganciclovir ~ ZINC1543916 (Valganciclovir) -129.57 -109.55 -7.51 CMV [41]
Victrelis ZINC14210455 (Victrelis) -165.62 -109.21 -3.60 HCV [42]
Stavudine ZINC137884 (Stavudine) -125.67 -106.98 -6.86 HIV/AIDS [43]P
Tenofovir ZINC3929022 (Tenofovir -148.71  -106.83 -5.69  HIV/AIDS [27]
Disoproxil Disoproxil)

A, Human immunodeficiency virus infection / acquired immune deficiency syndrome
B, Hepatitis B virus

C, Cytomegalovirus

D, In vitro
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Table 2. The predicted poses scores of the rest inspected antiviral drugs

MolDock Rerank

Name ZINC entry Score Score HBond
Ribavirin Triphosphate ZINC12402860 (Ribavirin Triphosphate) -134.87 -106.17 -8.66
Adefovir ZINC21297308 (Adefovir) -128.44  -105.49 -7.68
Tenofovir Diphosphate ZINC13516399 (Tenofovir Diphosphate) -141.99  -103.40 -5.93
Alinia ZINC3956788 (Alinia) -124.56  -100.84 -5.10
Arbidol ZINC19907652 (Arbidol) -141.21  -100.36 -0.11
Dihydroclusin ZINC1575136 (Dihydroclusin) -126.11  -100.33 -7.64
Abacavir ZINC2015928 (Abacavir) -122.62  -100.21 -5.36
Famciclovir ZINC1530635 (Fcv) -122.00  -100.13 -4.71
Acyclovir ZINC1530555 (Acyclovir) -115.40 -98.02 -6.13
Elvitegravir ZINC13682481 (Elvitegravir) -120.11  -94.79  -2.93
Abreva ZINC6920384 (Abreva) -12690 -9255 -1.86
Valacyclovir ZINC1530713 (Valacyclovir) -108.63 -92.34  -3.51
Letermovir ZINC100369359 (Letermovir) -129.77  -92.21 -4.57
Ganciclovir Triphosphate ZINC13649789 (Ganciclovir Triphosphate) -106.20  -91.83 -9.24
Vidarabine Phosphoric Acid ZINC13543718 (Vidarabine Phosphoric Acid)  -117.88  -90.17  -13.36
Tipranavir ZINC100016058 (Tipranavir) -146.96  -88.25 -1.99
Adefovir Diphosphate ZINC13518757 (Adefovir Diphosphate) -102.95 -87.39 -2.67
Tenofovir ZINC1543475 (Tdf) -111.53 -87.19  -3.20
Ribavirin Monophosphate ZINC12402859 (Ribavirin Monophosphate) -99.13 -86.93 -6.74
Lamivudine-Triphosphate ZINC13556853 (Lamivudine-Triphosphate) -117.80  -86.27  -5.65
Lopinavir ZINC3951740 (Lpv) -154.29  -8548 -7.34
Darunavir ZINC3955219 (Darunavir) -156.52  -84.92 -5.52
Penciclovir ZINC1899 (Penciclovir) -101.26  -83.84  -8.77
Oseltamivir Carboxylic Acid ZINC3929509 (Oseltamivir Carboxylic Acid) -105.64 -83.16  -7.23
Acyclovir Triphosphate ZINC13649795 (Acyclovir Triphosphate) -98.99 -83.07 -8.75
Indinavir ZINC22448696 (Indinavir) -124.14  -82.86  -3.65
Delavirdine ZINC18516586 (Delavirdine) -122.21  -82.26  -5.25
Loviride ZINC598073 (Loviride) -90.30 -80.28  -0.18
Lamivudine-Monophosphate  ZINC95618598 (Lamivudine-Monophosphate) -96.43 -79.58 -5.76
Tromantadine ZINC4214578 (Tromantadine) -87.23 -78.96 0.00
Idoxuridine ZINC3834173 (1d2) -87.55 -77.83 -8.50
Viroptic ZINC3842753 (Viroptic) -89.81 -77.79  -9.05
Efavirenz ZINC2020233 (Efv) -91.20 -77.71 096
Vidarabine Phosphate ZINC2126310 (Vidarabine Phosphate) -92.51 -76.39  -12.04
Metisazone ZINC13516175 (Metisazone) -95.07 -76.16  -10.41
Nevirapine ZINC4778 (Nev) -86.24 -75.60 -2.02
Vidarabine ZINC970363 (Ara-A) -83.73 -74.52  -8.66
Dolutegravir ZINC58581064 (Dolutegravir) -109.63  -74.46  -3.51
Fosamprenavir ZINC3941829 (Fosamprenavir) -150.62 -73.66  -8.13

Continued in the following page
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Table 2. The predicted poses scores of the rest inspected antiviral drugs (Continued)

Name ZINC entry Ig/izlr]zock SR:g?:k HBond
Cidofovir ZINC1530600 (Cidofovir) -92.05 -73.39  -3.09
Imiquimod ZINC19632912 (Imiquimod) -93.27 -73.11  -2.35
Zanamivir Heptyl Ester ZINC72112216 (Zanamivir Heptyl Ester) -96.93 -73.07 -9.29
Oseltamivir ZINC3929508 (Oseltamivir) -91.98 -72.73 -0.77
Entecavir Triphosphate ZINC40915440 (Entecavir Triphosphate) -121.24 -71.86  -11.85
Simeprevir ZINC85540268 (Simeprevir) -139.18  -71.10 -5.63
Inosine ZINC8855117 (Hxr) -77.11 -68.48 -9.44
Baraclude ZINC3802690 (Baraclude) -83.79 -67.97  -841
Norvir ZINC3944422 (Norvir) -16298 -67.87  -3.60
Moroxydine ZINC9302211 (Moroxydine) -78.09 -66.54  -3.27
Ribasphere ZINC1035331 (Ribasphere) -81.43 -64.53 -3.85
Videx ZINC13597823 (Videx) -78.17 -63.76  -2.90
Epivir ZINC12346 (Epivir) -74.04 -63.04  -3.38
Mp-424 ZINC3992480 (Mp-424) -129.25  -62.85  -1.25
Stavudine Triphosphate ZINC12502783 (Stavudine Triphosphate) -78.30 -62.58  -4.68
Lamivudine Sulfoxide ZINC6524885 (Lamivudine Sulfoxide) -81.45 -62.36  -3.73
Nelfinavir ZINC3833846 (Nelfinavir) -151.57 -61.79 -6.10
Emtriva ZINC3629271 (Emtriva) -75.30 -60.48  -9.75
Saquinavir ZINC3914596 (Saquinavir) -138.52  -60.28 -3.39
Rapivab ZINC3981610 (Rapivab) -85.20 -60.07  -11.09
Ibacitabine ZINC17174212 (Ibacitabine) -74.79 -59.31  -8.27
Zalcitabine ZINC39906 (Ddc) -71.27 -5891  -5.48
Maraviroc ZINC100003902 (Maraviroc) -131.77  -57.65 -1.55
Edoxudine ZINC3956771 (Edoxudine) -78.20 -54.78 -4.65
Phosphonoacetate ZINC3869741 (Phosphonoacetate) -65.64 -52.84  -0.49
Amantadine ZINC968256 (Amantadine) -53.16 -52.78  -0.07
Foscarnet ZINC8101109 (Foscarnet) -55.17 -45.71 -0.74
Rimantadine ZINC3831429 (Rimantadine) -45.52 -43.41 -1.36
Podofilox ZINC3861806 (Podofilox) 3911.54 -35.15 -3.70
Vicriviroc ZINC22010579 (Vicriviroc) -65.54 -31.24  -1.12
Zanamivir ZINC3918138 (Zanamivir) 4944.28 -17.29 -6.45
Cobicistat ZINC85537014 (Cobicistat) -11843  -15.53  0.00
Atazanavir ZINC3941496 (Atazanavir) -30.23 55.70 -3.57
Daclatasvir ZINC68204830 (Daclatasvir) -45.44 106.02  0.00
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Table 3. The predicted poses scores of the inspected vitamins

Vitamin Name ZINC entry MolDock Score ~ Rerank Score  HBond
B9 Folic acid ZINC8577218 (Pga) -147.26 -112.78 -3.78
A Retinol ZINC3831417 (Retinol) -139.19 -112.66 -5.50
E Tocopherol ZINC2539618 (Tocopherol) -131.99 -102.88 -0.15
K K-Ject ZINC3831332 (K-Ject) -148.43 -99.22 0.00
B2 Riboflavin ZINC2036848 (Riboflavin) -110.81 -95.42 -14.73
B1 Thiamine ZINC49153 (Thiamine) -99.47 -83.08 -6.12
B5 Vitamin B5 ZINC5356858 (Vitamin B5) -67.81 -65.48 -5.69
Alfacalcidol ZINC12484965 (Alfacalcidol) -122.59 -59.32 -3.51
C Ascorbic acid ZINC100006770 (Vasc) -64.69 -58.33 -6.39
B6 Pyridoxine ZINC49154 (Pyridoxine) -62.42 -57.27 -9.62
B7 Biotin ZINC35024346 -93.21 -53.76 -8.56
B3 Niaspan ZINC1795 (Niaspan) -56.67 -50.07 -2.11
D Dihydrotachysterol ZINC4212953 (Dihydrotachysterol) -90.02 -14.35 -0.63

Table 4. The best predicted poses scores among the chosen plant-based compounds with their reported current uses

MolDock

Rerank

Name Zinc HBond Usages
Score Score
[19] Inhibits HIV-1 integrase
[50] and protease [51] (at high
Curcumin ZINC100067274 (Curcumin) -188.30 -131.59 -9.66 concentrations) and inhibits
the activation of TNF induced
NF-xB [52]
Mallotojaponin ~ ZINC14585770 (Mallotojaponin) -175.67  -127.43 -11.63 I[IZ‘Eb‘tS HIV-1 RTase activity
Peltatol A ZINC5839876 (Peltatol A) -219.39 -11896 -8.46 Inhibits HIV-RTase activity [53]
Anolignan A ZINC1641881 (Anolignan )~ -15627 -11057 -5.96 I[g{;ib‘ts HIV-1 RTase activity
Phyllamyricin B ZINC6483137 (Phyllamyricin B) -161.92 -107.42 -0.97 Inhibits HIV-RTase activity [53]
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Table 5. The predicted poses scores of the rest inspected antiviral plant based compounds
MolDock Rerank

Name Zinc Score Score HBond
Epigallocatechin gallate ZINC3870412 (Egcg) -147.44  -97.82 -12.76
Swertifrancheside ZINC49898469 (Swertifrancheside) -153.20 -97.07 -14.54
Macluraxanthone B ZINC5849303 (Macluraxanthone B) -13793  -9490 -6.20
Caffeic Acid Phenethyl Ester ~ ZINC1083 (Caffeic Acid Phenethyl Ester) -128.70  -91.60 -8.61
Lithospermic Acid ZINC4097774 (Lithospermic Acid) -17483 -89.81 -12.93
3-0-Feruloylquinic acid ZINC14919008 (3-Ferulylquinic Acid) -131.87 -89.45 -5.63
Anolignan B ZINC1641882 (Anolignan B) -126.43  -89.18 -7.78
B-Farnesene ZINC59586886 (B-Farnesene) -121.28 -86.63 0.00
1-0-Caffeoylquinic acid ZINC13382386 (1-Caffeoylquinic Acid) -102.38  -84.38 -12.38
Cryptochlorogenic acid ZINC100038257 (4-Caffeoylquinic Acid) -124.82  -80.32 -9.59
Epigallocatechin ZINC3870336 (Egc) -97.03 -7792 -10.02
Suksdorfin ZINC3809580 (Suksdorfin) -116.69 -7691 -0.06
Zingiberene ZINC8234296 (Zingiberene) -104.96  -74.08 0.00
Neochlorogenic acid ZINC4096248 (5z-Caffeoylquinic Acid) -102.29  -73.44 -10.46
7,8-Dihydrocalanolide B ZINC3809864 (7,8-Dihydrocalanolide B) -117.32  -73.03 0.15
A-Santalol ZINC3875791 (A-Santalol) -121.28  -73.01 -3.90
Gomisin ZINC1574836 (Gomisin K3) -134.02 -72.68 -2.46
Chlorogenic acid ZINC2138728 (Heriguard) -103.68 -72.53 -4.71
Staurosporine ZINC3814434 (Staurosporine) -13846  -71.24 -1.00
Tashironin ZINC101623293 (Tashironin) 6857.51 -70.09 -4.28
Picrocrocin ZINC5766380 (Picrocrocin) 918.52 -65.34 -5.26
Conocurvone ZINC150343087 (Conocurvone) -207.80  -64.10 -1.15
Santalen ZINC64634147 (Santalen) -103.15 -62.54 0.00
Carvacrol ZINC967563 (Carvacrol) -80.47 -59.31 -5.96
Anislactone B ZINC95909493 (Anislactone B) -86.94 -58.86 -8.74
Catechin ZINC119978 (Catechin) -91.39 -58.78 -8.27
Calanolide A ZINC600322 (Calanolide A) -111.00  -58.67 -2.78
Bisabolol ZINC968461 (Bisabolol) -85.64 -57.92 -2.68
Thymol ZINC967597 (Thymol) -78.46 -56.35 -1.87
Picrocrocin ZINC12496608 (Picrocrocin) -92.39 -55.99 -11.30
Menthol Acetate ZINC1850068 (Menthol Acetate) -74.13 -5597  -4.57
Menthol ZINC967511 (Menthol) -84.63 -55.96 -1.12
Origanol ZINC3861537 (Origanol) -71.01 -55.46  -5.20
P-Cymene ZINC968246 (P-Cymene) -76.31 -54.69 0.00
Gomisin ZINC1574834 (Gomisin K3) -105.72  -53.23 -1.79
Neomajucin ZINC101826214 (Neomajucin) 4896.23 -51.36 -4.43
Schisanhenol ZINC1574833 (Schisanhenol) -115.50 -48.78 -6.09
Gomisin ZINC1574835 (Gomisin K3) -110.65 -48.25 -5.78
Isomenthone ZINC967523 (Isomenthone) -64.33 -47.65 -0.23

Continued in the following page
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Table 5. The predicted poses scores of the rest inspected antiviral plant based compounds (Continued)
MolDock Rerank

Name Zinc Score Score HBond
Limonene ZINC967513 (Limonene) -71.11 -47.47  0.00
Antiseptic ZINC967566 (Antiseptic) -66.57 -46.87 0.00
Bisabolol Oxide B ZINC5767132 (Bisabolol Oxide B) -84.39 -44.80 0.00
Menthone ZINC967796 (Menthone) -66.06 -4433 -1.56
Picrocrocin ZINC12496604 (Picrocrocin) 935.22 -4414  -4.54
Camphene ZIN(C968230 (Camphene) -68.13 -43.27  0.00
Tashironin ZINC169371251 (Tashironin) 9892.92 -38.83 -2.35
Shikimate ZINC3860720 (Shikimate) -66.47 -36.71  -7.40
Picrocrocin ZINC12496602 (Picrocrocin) 932.75 -32.08 -6.52
Spathulenol ZINC5765855 (Spathulenol) -73.51 -27.17  -2.50
Lancilactone C ZINC31997044 (Lancilactone C) -105.40 -21.49 -2.31
Anisatin ZINC40933353 (Anisatin) -11.23 -20.99 -7.10
Prostratin ZINC3915682 (Prostratin) 6904.75 -20.18 -8.34
Bisaboloxide A ZINC14859987 (Bisaboloxide A) -60.14 -19.54 -2.48
Oleanolic acid ZINC3785416 (Caryophyllin) -23.06 4370  -4.29
Betulinic acid ZINC118937400 (Mairin) -20.32 8099  -4.05
Chebulagic Acid ZINC169293868 (Chebulagic Acid) 2967.48 92.65 -8.41
Punicalin ZINC95615728 (Punicalin) -39.29 112.25 -15.77
Crocin ZINC245224178 -2.32 355.30 -13.20

4., Conclusions

COVID-19 is without a doubt a crisis that grew to a global scale affecting the lives of billions worldwide. Therefore, all
the efforts that may lead to a better understanding or provide significant relief of the major symptoms are highly
welcomed. The results of the current study emphasize on the importance of vitamins in daily diets for their probable
inhibitory effect on the virus especially B9, A, K, and E vitamins. Additionally, various conventional drugs and plant-
based compounds have shown interesting ligand-protein interactions and therefore worth further investigation
especially Pleconaril, Adefovir dipivoxil, and Stavudine in addition to Curcumin (Curcuma longa), Anolignan A
(Anogeissus acuminata), and Phyllamyricin B (Phyllanthus myrtifolius). Molecular blockers for the virus or cell surface
receptors were not investigated in the current study; however, these approaches might find other alternative
potential drugs for this global epidemic.
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